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IS CLAIMED IS: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NO: 1-43, or 87-129, a mature protein coding portion of SEQ ID NO: N 
43, or 87-129, an active domain coding portion of SEQ ID NO: 1-43, or 87-129, and 

5 complementary sequences thereof. 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridization 
conditions. 

10 

3. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim 1. 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

15 

5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 

20 

7. An expression vector comprising the polynucleotide of claim 1. 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

25 9, A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
associated with a regulatory sequence that modulates expression of the polynucleotide in the host 
cell. 

1 0. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 
30 (a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 

(b) a polypeptide encoded by a polynucleotide hybridizing under stringent 
conditions with any one of SEQ ID NO: M3, or 87-129. 

11. A composition comprising the polypeptide of claim 1 0 and a carrier. 

35 
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12. An antibody directed against the polypeptide of claim 10. 



13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
5 with the polynucleotide of claim 1 for a period sufficient to form the complex; and 

b) detecting the complex, so that if a complex is detected, the polynucleotide 
of claim 1 is detected. 



14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

10 a) contacting the sample under stringent hybridization conditions with 

nucleic acid primers that anneal to the polynucleotide of claim 1 imder such conditions; 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1; and 

c) detecting said product and thereby the polynucleotide of claim 1 in the 

15 sample. 

1 5. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
iurther comprises reverse transcribing an aimealed RNA molecule into a cDNA polynucleotide. 

20 16. A method for detecting the polypeptide of claim 1 0 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide under conditions and for a period sufficient to form the complex; and 

b) detecting formation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 10 is detected. 

25 

17. A method for identifying a compound that binds to the polypeptide of claim 10, 
comprising: 

a) contacting the compound with the polypeptide of claim 10 under 
conditions sufficient to form a polypeptide/compound complex; and 
30 b) detecting the complex, so that if the polypeptide/compound complex is 

detected, a compound that binds to the polypeptide of claim 10 is identified. 

18. A method for identifying a compound that binds to the polypeptide of claim 10, 
comprising: 
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a) contacting the compound with the polypeptide of claim 10, in a cell, under 
conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence expression, so 
5 that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 

of claim 10 is identified. 

19. A method of producing the polypeptide of claim 10, comprising, 

a) culturing a host cell comprising a polynucleotide sequence selected from 
10 SEQ ID NO: 1-43, or 87-129, a mature protein coding portion of SEQ ID NO: 1-43, or 87-129, 

an active domain coding portion of SEQ ID NO: 1-43, or 87-129, complementary sequences 
thereof and a polynucleotide sequence hybridizing under stringent conditions to SEQ ID NO: 1- 
43, or 87-129, under conditions sufficient to express the polypeptide in said cell; and 

b) isolating the polypeptide from the cell culture or cells of step (a). 

15 

20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of any one of the polypeptides SEQ ID NO: 44-86, or 130-172, the mature protein 
portion thereof, or the active domain thereof. 

20 21. The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide 
array. 

22. A collection of polynucleotides, wherein the collection comprising the sequence 
information of at least one of SEQ ID NO: 1-43, or 87-129. 

25 

23. The collection of claim 22, wherem the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of the 
polynucleotides in the collection. 

30 

25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
35 format. 
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27. A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising a polypeptide of claim 10 or 20 and a 
pharmaceutically acceptable carrier. 

28. A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising an antibody that specifically binds to a 
polypeptide of claim 10 or 20 and a pharmaceutically acceptable carrier. 
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.e. vr^ Pbe CVS t^u pro Met Ala Tie M.t: Ser Val feu Tyr x.eu .eu 
260 

-.5^ 15 S SI SI SI s i - r„ E 

ss S Sv SI K s r. SI s - si 



290 295 



cag cag cac gat egg ggc egg aga caa gtg acc aag atg ctg ttt gtc 
Gl^ Gin His Asp Arg Gly Arg Arg Gin Val Thr Lys Mec i. 



305 310 



s r.! ?s ^ i; i% - - g ss 

325 

™ »« - sj s s °^ 

Val Met Trp Ser Val Val Ser UJ.n irp xi«. ^ 
340 



« =»t-<^ tec acre ate ttc ttc tac ctg ggc teg 

'.s s s: Sf s: s s:? xi. .h. i«u o.. s.. 



355 



360 



IS s r.! IK i:? s s s is 



370 



^4-., ^^^c etc aqq qcc tgc tgc cat cgc etc aga 
acc ttc cag gag gcc ctg tgc etc ggg g y ^ 
Thr Phe Glix Glu Ala Leu Cys 3>eu Gly Ala Cys u^ys ^ 



385 



390 



^^T. s s: ill 21 ?s s; ?s 

405 

. aac taq qtc cac ccc ctg get ggg 

ctg tgt gat gtg ggc tec etg age ^gc tgg g 
Leu Cys Asp Val Gly Ser l«u Gly Sex Trp vax n 



420 *25 



„ r,^™ f-ao caa qaq acc gat oca tec tgagtggagc 

IS s £1 SI SI Sn 1.1 Lp »o =j| 



435 



cttaaagtgg ctteacctgg aggggccaga gggtcacetg gagetgggga gacacatetg 
ccttcotctg cagggatgcc ttcacgtaet gteectagtt eagcetagaa attctgacea 
geaectcagt tteccteaga gggaaacagc aggaggaggg atecctgact gctgaggaet 
cacactgacc 



864 

912 

960 

1008 

1056 

1104 

1152 

1200 

1248 

1296 

1345 

1405 
1465 
1525 
1535 



<210> 11 
c211> 1533 
c212> DNA 

c2l3> Homo sapiens 
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<221> CDS 

<222> (130) .. (1536) 

gcacglggtg gaggacgcgg ctgcttcaag LccttggcUc tgatccayg^ caeagattcc 60 

aggattctac aggcaggaaa catcttagaa atcagggttg ggcaggcagg agccaggaga 120 

gtagctaoa atg act tea cca gta ctg gtg gac ata cga gaa gag gtg 168 
Met Tbr Scr Pro Val Leu Val Asp lie Arg Glu GLu Val 

acc tqc cct ate tgc ctg gag <=^^ 9** "=*'9 ^^'^ 

Pro iL c5s I^u Slu l^u Oeu Thr Glu Pro t^u Ser He Asp 
IS 20 25 

tgt ggc cao ago ttc tgc caa gcc tgc ate aca cca aat ggc agg gaa 
5; l!y His sir Phe Cys Gin Ala Cys He Thr Pro Asn Gly Arg Glu 
30 35 *° 

tea gtg att ggt caa gaa ggg gaa aga age tgc cct gtg tgc cag aec 
sex Vai lie Oly Gla Glu Gly Glu Arg Ser Cys Pro Val Cys Gin Thr 



50 



55 



aac tac cag cca ggg aac ctg egg cct aat egg cat ctg gcc aac ata 
3« Pro S A«n Leu Arg Pro Aaa Arg Hi» I^u Ala A«n He 



65 



gtg agg egg etc aga gag gta gtg ttg ggc cct ggg aag cag ctg aaa 
va! aS Ii| Leu Aig Glu val val Leu Gly Pro Gly Lys Gin i.eu Lys 
80 85 



aca ott ctt tat gca gac cat gga gaa aaa ctg cag etc ttc tgt cag 
^u cS Ila ^p His Gly Glu Lys Leu Glzx Leu Phe Cys Gin 
95 100 1°5 



aacT qaq cag gaa get gag aag eta aca get ttt ate aga gag aag aag 
llu llu III Ixu Ila llu Lys Leu Thr Ala Phe He Arg Glu Lys Lys 

135 



130 



aca tec tgg aag gca agg gag act ttt tct gaa gat gtc ctg ggg cag 
Thr ser ill l.yi Ala Arg Glu Thr Phe Ser Glu Asp Val Leu Gly Gin 
145 155 

aaa tea tgg cag agt aca aat gca agg gaa aat gca ggg ate cca ggg 
Glu ser S Ol^ Ser Thr Acn Ala Arg Glu Asn Ala Gly He Pro Gly 

165 1''^ 



160 



ctg gag get gcc cae ttc tgg att gcc ate cct ttc tgt gcc atg tat 
Leu Glu Ala Ala His Phe Trp He Ala He Pro Phe Cys Ala Met Tyr 
175 180 



ctt gta gca ctg gtt gga aat get gcc etc ate ctg gtc att gcc atg 
Leu val Ala Leu Val Gly Asn Ala Ala Leu He Leu Val He Ala Met 
190 195 

gac aat get ctt cat gca cct atg tac etc ttc etc tgc ctt etc tea 
Lp Asn La Leu His Ala Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser 
210 215 220 



216 



264 



312 



360 



408 



456 



aaa aat qqc aag gag aag ttt cag gag tct eta aag aag ctg aag aac 504 
llu I^p l?y L^ Glu Lyl Phe Gin Glu Ser Leu Lys Lys Leu Lys Asn 
110 lis 12® 



552 



600 



648 



696 



744 



792 
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etc aca gac ctq get etc agt tct acc act qtg ccc aag atg ctg gcc 
Leu Thr Lp Leu lla Leu Scr Ser Thr Thr Val Pro Lys Met Leu Ala 
225 230 

» h„ roa etc cat get ugt gag att tec ttt ggt gga tgc ctg gcc 
!le Leu S L^u Hts Sly GXu IX« Se. Pi.e Gly Gly Cy. I^u Ala 

240 250 

^ac atq ttt tqt gtc cat tct ate tat get ctg gag tec teg att eta 
Cln Met Phe VaX Hio Ser He Tyr Ala Leu Glu Scr Scr He Leu 

255 260 265 

ctt Qcc atg gcc ttt gat agg tat gtg get ate tgt aac cca tta agg 
Leu lla Met lla Phe Lp Arg Tyx Val Ala lie Cys Asn Pro Leu Arg 
270 275 280 

tat aoa acc att etc aac cat get gtc ata ggc aga att ggc ttt gtt 
^ Thr Thr He Leu Asn His Ala Val lie aiy Arg He Oly Phe Val 



290 



ggg eta ttc cgt agt gtg get att gtc tec cec tte ate ttc ttg ctg 
Leu Phe Arg Ser Val Ala He Val Ser Pro Phe He Phe Leu Leu 
30S 310 3X5 

ar,« «ia ete eec tac tgt ggt cac cgt gtc atg aca cac aca tac tgt 
S S P« Hi3 Arg Val Met Ito Hi» Thr Tyx Cys 

320 

zi 'SL 2j s s s: 'f^ - 

335 3*0 

att ate tat ggg eta act gtg get ctg ctg gcc atg gga ctg gat tec 
I^e lal ^ Thr Val Ala Leu Leu Ala Met Qly Leu Asp Ser 

350 355 

att etc att gcc att tec tat ggc ttt ate etc cat gca gtc ttt ^c 
He Leu He Ala He Ser Tyr Gly Phe He Leu His Ala Val Phe His 

370 375 

Ctt cca tct cat gat gee cag cac aaa get ctg agt acc tgt ggc tec 
Leu Pro Ser His Asp Ala Gin His Lys Ala Leu Ser Thr Cys QXy s.er 

390 395 



385 



s: s; i!5 ?r. is, ?s s: s 

400 *0S 

etc acc cac cgc ttt ggt cac cac gaa gtc ccc aag cat gtg cac ate 
^u ^ Ss S Phe IS His His Qlu Val Pro Lyo His Val Has He 



415 



420 



ttt Ctg get aat etc tat gtg ctg gtg cct cct gta etc aat cct att 
Phe i,eu ila Asn l.eu Tyr val Leu val Pro Pro Val Leu Asn Pro lie 
430 435 -^40 

etc tat gga get aga acc aag gag att egg agt ega ctt eta aaa ctg 
Tyr liy lla Arg Thr Lys Glu He Arg Ser Arg I^u l^u Lys Leu 

ctt cac ctg ggg aag act tea ata tga 
Leu Hie Leu Gly Lys Thr Ser He 
465 



840 



666 



936 



984 



1032 



1080 



1129 



1176 



1224 



X272 



1320 



1368 



1416 



1464 



1512 



1539 
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Thr Arg Ala Hxs Val Arg Az^ Val Leu Gly Ala Val Trp Gly Leu Ala 

195 200 205 

Met Leu Cys Ser Leu Pro Asn Thr Ser Leu His Gly He Arg Gin Leu 

210 215 220 

Hi3 val Pro Cys Arg Gly Pro Val Pro Asp Ser Ala Val Cyo Met Leu 
230 235 ^-^0 

val Pro Pro Arg Ala Leu Tyr Asn Met Val Val Gin Thr Thr Ala Leu 
245 250 255 

Leu Phe Phe cys Leu Pro Met Ala He Met Ser Val Leu Tyr Leu Leu 

260 265 270 

He Gly Leu Arc, Leu Arg Arg Glu Arg Leu Leu Leu Met Gin Glu Ala 

27S 280 285 

Lys Gly Arg Gly Ser Ala Ala Ala Arg Ser Arg Tyr Thr Cys Arg Leu 

290 295 300 

Gin Gin His Asp Arg Gly Arg Arg Gin Val Thr Lys Met Leu Phe val 
305 310 315 320 

Leu val val Val Phe Gly He Cys Trp Ala Pro Phe His Ala Asp Arg 

325 330 335 

Val Met Trp Ser Val Val Ser Gin Trp Thr Asp Gly Leu His Leu Ala 

340 345 350 

Phe Gin His Val His Val He Ser Gly He Phe Phe Tyr Leu Gly Ser 

355 360 365 

Ala Ala Asn Pro Val Leu Tyr Ser Leu Met Ser Ser Arg Phe Arg Glu 

370 375 380 

Thr Phe Gin Glu Ala Leu Cys Leu Gly Ala Cys Cys His Arg Leu Arg 
395 390 395 

Pro Arg His Ser Ser His Ser Leu Ser Arg Met Thr Thr Gly Ser Thr 

405 410 415 

Leu Cys Asp Val Gly Ser Leu Gly Ser Trp Val His Pro Leu Ala Gly 

420 425 430 

Asn Asp Gly Pro Glu Ala Gin Gin Glu Thr Asp Pro Ser 
435 440 ^45 



<210> 54 

c211> 469 

<212> PRT 

<213> Homo sapiens 



Met Thr Ser Pro Val Leu Val Asp He Rrg Glu Glu Val Thr Cys Pro 

1 5 10 . 

lie cys Leu Glu Leu Leu Thr Glu Pro Leu Ser He Asp Cys Gly His 

20 25 30 

ser Phe Cys Gin Ala Cys He Thr Pro Asn Gly Arg Glu Ser val He 

35 40 45 

Gly Gin Glu Gly Glu Arg Ser Cys Pro Val Cys Gin Thr Ser Tyr Gin 

50 55 60 

Pro Gly Asn Leu Arg Pro Asn Arg His Leu Ala Asn He Val Arg Arg 
65 70 75 80 

Leu Arg Glu Val Val Leu Gly Pro Gly Lys Gin Leu Lys Ala Val Leu 

85 90 . 95 

cys Ala Asp His Gly Glu Lys Leu Gin Leu Phe Cys Gin Glu Asp Gly 

100 105 HO 

Lys Glu Lys Phe Gin Glu Ser Leu Lys Lys Leu Lys Asn Qlu Glu Qln 

115 120 125 

Glu Ala Glu Lys Leu Thr Ala Phe He Arg Glu Lys Lys Thr Ser Trp 

130 135 140 

Lys Ala Arq Glu Thr Phe Ser Glu Asp Val Leu Gly Gin Glu Ser Trp 
145 150 155 160 

Gin ser Thr Asn Ala Arg Glu Asn Ala Gly He Pro Gly Leu Glu Ala 
165 170 175 
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Ala His Phe Trp He Ala Tie Pro Phe Cys Ala Met Tyr Leu Val Ala 

180 185 
Leu Val Gly Asn Ala Ala Leu He Leu Val He Ala Met Asp Asn Ala 

195 200 205 

Leu His Ala Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser Leu Thr Asp 

210 215 220 

Leu Ala Leu Ser Ser Thr Thr Val Pro Lys Met Leu Ala He Leu Trp 
225 230 235 240 

Leu His Ala Gly Glu He Ser Phe Gly Gly Cys Leu Ala Gin Met Phe 
245 250 255 

Cys Val His Ser He Tyr Ala Leu Glu Ser Ser He Leu Leu Ala Met 

260 265 . 270 

Ala Phe Asp Arg Tyr Val Ala He Cys Asn Pro Leu Arg Tyr Thr Thr 

275 280 285 

He Leu Asn His Ala Val He Gly Arg He Gly Phe Val Gly Leu Phe 

290 295 300 

Arg ser Val Ala He Val Ser Pro Phe He Phe Leu Leu Arg Arg Leu 
305 310 315 320 

pro Tyr Cys Gly His Arg Val Met Thr His Thr Tyr Cys Glu His Met 

325 330 335 

Gly He Ala Arg Leu Ala Cys Ala Asn He Thr Val Asn He Val Tyr 

340 345 350 

Gly Leu Thr Val Ala Leu Leu Ala Met Gly Leu Asp Ser He Leu He 

355 3eO 365 

Ala He Ser Tyr Qly Phe He Leu His Ala Val Phe His Leu Pro Ser 

370 375 380 

His Asp Ala Gin His Lys Ala Leu Ser Thr Cys Gly Ser His He Gly 
385 390 395 400 

He He T^u Val Phe Tyr He Pro Ala Phe Phe Ser Phe Leu Thr His 

405 410 415 

Art! Phe Gly His His Glu Val Pro Lys His Val His He Phe Leu Ala 

420 425 430 

Asn Leu Tyr val Leu val Pro Pro Val Leu Asn Pro He Leu Tyr Gly 

435 440 445 

Ala Arg Thr Lys Glu He Arg Ser Arg Leu Leu Lys Leu Leu His Leu 

450 455 460 

Gly Lys Thr Ser He 
465 



<210> 55 
<211> 195 
<212> PRT 

<:213> Homo sapiens 



<400> 55 



Met 


Gly 


Arg 


Ala Arg Asp 


Ala 


He 


1 






5 








Ala 


Glu 


Glu 


Leu Lys 


Lys 


Phe Lys 








20 








Arg 


Glu 


Gly 


Tyr Gly Arff 


He 


Pro 




35 








40 


Ala 


Leu 
50 


Asp 


Leu Thr 


Asp 


Lys 
55 


Leu 


Gly Ala 


Glu 


Leu Thr 


Ala 


Asn Val 


65 








70 






Met 


Ala 


Gly 


Gin Leu 
85 


Gin 


Ala 


Ala 


Pro 


Ala 


Gly 


He Gin 
100 


Ala 


Pro 


Pro 


His 


Phe 


He 
115 


Asp Gin 


His 


Arg 


Ala 
120 



Leu Asp Ala Leu Glu Asn Leu Thr 

10 15 
Leu Lys Leu Leu Ser Val Pro Leu 

25 30 
Arg Qly Ala Leu Leu ser Met Asp 
45 

Val Ser Phe Tyr Leu Glu Thr Tyr 
60 

Leu Arg Asp Met Qly Leu Gin Glu 
75 80 
Thr His Gin Gly Ser Gly Ala Ala 

90 95 
Gin Ser Ala Ala Lys pro Gly Leu 
105 110 
Ala Leu He Ala. Arg Val Thr Asn 
125 



117 



